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peg Problem - Treated HIV, in 680k patients,
randomly activates within individual cells — hard to quantify
cure/therapy effectiveness ot MIMNIN
Objective - Design molecular system for 3&‘5 [N,
Dr. Dampier & HIV Researchers that permanently
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continuously records HIV activation events
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m Revisions - Validation for recording of

HIV-1 activation and addition of insert into Entry MCS
Impact - Future therapies for HIV to be cheaper,
efficient, and streamlined (bench to bench use)
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Time - 9 months (Sept.
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R1 - Presence of Plasmid Components NIH Grant - Framework Original ACCCTGGCGTTACCCAACTTAAT
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